Table S4. Primer sequences used in this study.

Gene - ENWeZ oo ificity fwd-primer rev-primer Product
symbol  gene ID 53 5 53 size [bp]
cask 8573 alt. isoforms * éég$§§éTCAGTGT "IA'\'IC':'IEI-'FGGGCAGTTCCAT 3241393
cugbpl 10658 isoform 12 LEE?I_E%TGAACTG giﬁ%%ATCATTTCTG 164
cugbpl 10658 total ® ﬁggg%GCAGACAT ;g@rCAE%GATACCCG 157
itsn1 6453 soform 1 gi(eiﬁgTTCTTCATCC i'IC'%C_ZCAGGCAGAAGAC L67
itsnl 6453 isoform 2 * AGCATGGCCACTAT CTACACGACCACCA 147
3’UTR TTTGATG GCACAG
itsn1 6453 total gﬁi‘;ggAAGGCAAG Eg;iﬂgéACTTGT 16
larps 55323 isoform1  po TCOAGGACBAG  TCCIGTGCTAGETG 18
larp6 55323 isg)fngr% 1 éé_l'l:lr'géAGGACCAT _IG_g_I'I_'gAC\gTTCAAGGA o
larps 55323 isoform 2 é%gi%AGGACGAG 1g§ECACGCTCGTTC 151
larp6 55323 isgfg&nll 2 ¢$TCGAAT%BCCACTAT gg?gﬁ'lC;CGAGGACA 165
max 4149 isoform 1 CTGAGTGTTAGAGC CACTCCAAGGACCT 196
intrononly  CGTCCTG CAAAGC
max el GACAGe R Chaaee NCET w2
max 4149 otal gig;\ggACATCAAA gg;(}r(?gCCAGAAGA 186
pign 23556 alt. isoforms géﬁg;%EAGCCTTT ggg%&gAGATGGAG 185 / 262
pign 2355 isoform1  JOOCAATTTAATGC  TOTCAAAGATGGAG o
pign 23556 isoform 2 -(g(é'_?_‘g’_?_‘_'?‘cA_l(_:TCGTGGAA gggigéAGATGGAG 11
robol 6709 isoform 1 LE?%%I—%?EGATATC ;i-_ll—égﬁ_\(éCCCAGCG 148
robol 6709 total ’il(é?r(é(éACAGGAAG é?ggggCCTGAAAT 159
robol 6709 isoform 2 i’_;‘_‘_IT_-II:ZSGGGACCCT gﬁ:gigGAGCCTGAA 132
sptanl 7168 alt. isoforms g?ﬁ_rCTGGATCGTCAGG ,T@(;%ETCTCACCC 1641224
tpm1 6091 isoform 1 gg;i%ACCACGAGA 1g$gﬁ1G_CTGCTGCCT 158
tpm1 6091 total éiiéi%TGGTTGAG ¢I§Z§CTTGGCCTCT 187
rplp0 6175 total Z%TAEQATGGCAGC ﬁgiCACégCTCCACAG Lo1
ucp2 7351 5" end %%(T:GGGATTGAC %%CGCAGGGAGA 100



AAAGCACCGTCAAT CGATGACAGTGGTG

ucp?2 7351 total GCCTAC CAGAAG 225
CCCTGATGAGATCG AGCAAGGCCCACAG
vegfa 7422 total AGTACA GGATTT 245

! Primers frame a cassette exon and amplify both isoforms.

% Primers detect only the isoform predicted to change its expression under hypoxic conditions.
® Primers detect (nearly) all predicted isoforms of the gene.

* Primers detect an isoform not predicted to change its expression under hypoxic conditions.



